Genomics Core
Sample Submission Form
Ship or deliver samples to:
Genomics Core
c/o Graham Wiley
Oklahoma Medical Research Foundation
825 NE 13th Street, Research Tower Rm 2101
Oklahoma City, OK 73104
[image: ]
Sample Requirements

Version 2-20150827	
DNA: 
Whole genome- 100ng in 60uL H2O or 10mM tris
Exome- 700ng in 60uL H2O or 10mM Tris

RNA: 
1ug in a wet ethanol pellet



Shipping and Delivery Instructions
Please ensure there is sufficient refrigerating material with your samples.  The Genomics Core is not responsible for samples which are compromised due to improper shipping.

Ship all samples overnight for next day delivery on dry ice.  Please email the tracking number to bebakm@omrf.org.  If hand carried to the lab samples may be transported  on ice.

Please complete this form and submit it with your samples.  Your samples will not be processed until a completed form with a PO# is received.  You may send a copy of this form with the samples or email the form to bebakm@omrf.org
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	6. Project Information- please be as detailed as possible 
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For information on the Bioinformatics Support offered by the Genomics Core, please visit our website.
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